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Flow Cytometry Analysis (Beta) / Data Management / Overview

Flowe Cytometry | Data Management = | FLOCK - | WiewEdit Results = | Cross Sample = | Help

The Data Managel | nload 5 ile ]
b Uplnan{uﬁ'l”ad Multiple F”ES> files far future analysis

] Yiew Edit Uploaded Data ] ) ] )
b e and ', adding zample information, renaming markers,
Creake Data Set

b Put mutipl Yiew{Edit Diata Sets :can be uzed either in batch FLOCK runs or Cross Sample Comparizon

b fiew and edit the created dataset, e.g., adding fremoving files, adding information for files in the dataset

The uploaded data file can be in either .fcs or xt format. The filename can't contain the following characters: '" Y and /. ImmPort automatically converts fos files to . txt files when the
upload includes anly .fos files. The txt files can be created using third party toolz including Tree Star FlowJo™ on MacOs, For conversion details, please see the help section,

Channels, such as farward scatter width (FC-W, can distort FLOCK analysis result if included together with forward scatter height (F5C-H) in the foz data file, vou canexclude thesze
channels using Tree Star Flow o™ on MacDs or wou can modify and upload the txt data file available after conversion on ImmPort, For details, please see the help section,

The ImmPort FC5 conversion component haz been tested with a wvariety of BD (Becton, Dickinzon and Company ) flow cytometry instrument data filez, The conversion results are highly
conzistent with those from Tree Star FlowJo™ channel output for FCS 2.0 and 3.0 files, Ongoing improvements will cover data files, both pre- and pozt- gated, from alternative flaw
cytometers, If you have data files from another wvendoar, please contact the belp desk =0 that the ImmPort team can assizt wou with your data requirements.

Flow Cytometry Analysis Workflow

Upload Data and Identify Populations Adjust FLOCK Results and Compare Populations
Create Dataset Automatically Using FLOCK Generate Centroid Files Across Different Samples

Click Upload Multiple Files from the Data Management drop down menu
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Workflow for Submission of Multiple Flow Cytometry Result Files

Complete the Create a .info File Assemble and Submit a .zip Forric Diita
Spreadsheet Describing || + Describing the :+ Folder with Result Files, o
Multiple Files. Markers Detected Spreadsheet and .info File
¥ el - it
The ImmPort Flow Cywtometiry multiple file upload and tab delimited text filez(.txt) conwerted from FC5 files,
Uploaded .foz files are automatically converted trv data converter. All uploaded filez will be stored in a private
project workzpace, For more information pleass fIOWTeXtF”es XIS required for ound in the menu bar under Help,
Batch Upload: —| multiple file upload \
1. Complete tﬁe flowwTextFiles.xls template.
FThiz template Do UnTCy T TETTENTE Odtd TTEs, danoms 1o crme aooreron of descrptive information abogt each individual file being

uploaded and enablez marker name changesz via the incluzion of a marker information file.
PFThe .foz or fos txt data file names may MOT contain the following characters: " % and £,
PThe fos data files should be compenszated before sending to ImmPort, Upload

2.  Save the Excel flowTextFiles.xls template as a tab delimited text file [(flowTextFiles.txt). |nStrUCt|0nS

Please do not rename the flowTextFiles.txt File.
3. ZIP the completed template and the data files.
FCreate the ZIP file by selecting files from within a folder versus selecting the folder itzelf,

Pidd marker [channell information filez at thiz time if thew are to be included [(optional). example Marker File [Linfol

J

Uze the Browse feature to select the .Zip file and click Submit, Time to complete the processing of submitted data is dependent on the size of the

™~

FPlease do not include spaces in the .zip file name.

Mau may find it helpful to review an example multiple foz files upload package.

4, Select the project to which the data will be saved

submission queues,

&, To review the uploaded data go to Data Management, YWiew f Edit Uploaded Data

sSelect Research project to which
Gl upload will be stored

>’ =Provide description of uploaded
files in “Notes”
=Browse for .zip file

Rezearch Project Title: TESTING: Bioinformatics Integration Support Project »

Upload Online | |[ Briowse.. ] ./
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flowTextFiles.xls template Multlple Flle Upload

List of Versmn 2. 8
FLOW
&} flowTextFiles.xls ot e
g for hatch
A | E D A1 pplead
List of |Version 2.8 Nt delete
FLGW > ar edit this
caolumn r
text files " [Column  FCS Binary F Conditional User-
for hatch Hame File Hame' Fillplease enter the name of the binary Jfes file. IF vou enter a File name in this
1 lupload 3_ colurin, wou do not need to enter & file name in the FCS Text File Mame
1| 4 FCS01tst. fos{oolumn st
Fleaze do — : '

5 FCS02tst. fog ) o st
not delete 5| FCS03tst fog Free kext {maximum of 100 ch?racters including spaces) . . pn
or edit this = |

2 |calumn
Column TFCS Binar_',.ur FCS Text PrEfErred ‘Descrlptmn‘hﬂarlter File ‘-E:periment Sample User- ‘;E:perimerrt A
Hame EF|I me" F|I me" Dlspla}r §Sample ImmPort

3 Z @ '"ﬂme @ @ Accession

4 Ttst fos FCS01 'fn::supln:ra FCSBatch i FCSExpSampleDitst |

5 FCs02tst fos FCS_EIE_ fu:suplu:uatiE FCSBatch.i i FCSExpSampIEDEtSt
= FCS03tst fos FCE03  fesuploadd FCSBatch.in FCSExpSampled3tst
7

Complete flowTextFiles.xls template:
la. Fillin FCS Files Names for each .fcs file being uploaded—one file per row. Uploaded FCS files will be automatically
converted using the ImmPort conversion process. Please see the ImmPort Conversion tutorial found under ‘Help’ in the
Flow Cytometry Analysis menu.
1b. Fillin FCS Text File Name if uploading .txt converted FCS files. Note: If both FCS and .txt converted FCS files are
uploaded ImmPort will not convert the uploaded .fcs file.

Ol N

Preferred Display Name enables editing of FCS text file names to user-preferred names (optional)
Description of the file being uploaded (optional)
Marker file is used to edit the marker names within the flow cytometry file--see the user guide for more details. (optional)

Experiment Sample User-defined ID and Experiment Sample ImmPort Accession. (optional) The ImmPort accession

is assigned by ImmPort when an experiment sample is submitted. The User-defined ID is provided by the user during

data upload via the Experiment Sample submission template. Adding Experiment Sample information allows ImmPort

to link uploaded flow cytometry data to Experiment Samples within a Project.
6. Convert the flowTextFiles .xls spreadsheet to a Tab-delimited format and save.
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Example of .zip data package for ImmPort flow cytometry multiple-file upload without
linking to Experiment Samples

fa JFCSupload.zip .info file example: tab-delimited

File Edit Miew Favorites Tools  Help .info.- WardPad
s File Edit Wiew Inserk Format Help
i W= [ : i) i - -
< L _) Iﬁ 7 Search = Folders el SR M
Address |[£] C\Documents and Settlngs'l,ethnmsnn'l,Desktnp'gSFCSuplnad zip | ggg‘g ggg
_ | EiFCsont fs: FL1-H FL1

Folder Tasks o] El FCSIIIEIEFES FLz-H FLZ
. [ Fosoos. fs g
] Extract all files | | FesBatchinfo

E] flowTextFiles, bxt

.info file added to edit marker names (optional)

The .info file provides the ability to edit the channel/marker
names for multiple FCS file uploads. To create an info file
you will need to:

. Open a text editor such as NotePad

2. Beginning in the upper left corner enter the name of the first

channel name

Tab over once and enter the preferred name

Click return, begin entering on the next row.

Save the .info file in the .txt format.

flowTextFiles.txt (required)

The flowTextfiles.xls template is converted to .txt
before adding to the .zip upload package

Do not change the name of the flowTextFiles.txt

template

ko
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Example of .zip data package for ImmPort flow cytometry multiple-file upload linking
to Experiment Samples

8 Batchuploadl_3.zip

File Edit ‘iew Favorites Tools  Help

K Eact | ﬁ F] Search || Folders v
Items required in .zip package for linking to Experiment Samples: P v s =

Address I?_\_I ChDocuments and SettingstethomsonDesktoptBatchuploadl _3.zip

1. flowTextFiles.xls template converted to .txt

] Batchuploadinfoz, kxt

2. Marker information file, tab-delimited, saved as .info ' A
Folder Tasks Ed D hinZamples. bxk

3. protocols.xls template converted to .txt #hesprot doc
4. Protocols referred to in the protocol.xls template ] experiments.txt
5. reagents.xls template converted to .txt _ (=] experimentsamples.txt
6. subjects (human or animal) .xIs converted to .txt Other Places [l tbstenriosts

X i u}Prntucoll ExpSam doc
7. experiments.xls converted to .txt @ Deskion (E) prokocols. et
8. experimentSamples.xls converted to .txt (B i Becorerts E| reagents.txt
9. bioSamples.xls converted to .txt =] subjectsHuman. et

. . . i 8] 51 bject TreatmentProtacoll. doc

10. In this example FCS files were converted to .txt prior to upload N My Network Flacss

[Z] Test100Kfle01 kxt
[Z] Test100KFile0z, kxt

[Z] Test100KFile0F bxt
Details

Batchuploadl _3.zip
Compressed (zipped) Folder

Date Modified: Tuesday,

January 26, 2010, 3143 PM
Size: 6,06 MB

Please see the Data Submission User Guide for details and
links to required data submission templates
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Once the “Submit” button has been clicked, the system will display uploaded file information
including the name of the uploaded package and the Upload Ticket number. Click “Here” to

view upload Status

Data Submission / Data Submission History

Submit Data | Submission History | Resources -

Research Project Title: TESTIMNG: Bioinformatic
" Step 4:
. Submit Dat Step 11 step 2. Step3:
Motes: :Aarunr: P:eEI Download an: Fill Templates Check. DatEa in .zip ile Send Dat: in .zip file %

from ather prajects.
The data submitted to ImmPort can be quersd and reviewed in Research Data Search

. Set Filter

Filter By Project  TESTING: Bioinformatics Intezration Support Praject

L||:|l|:|a-:| Cnline |
Click on a Ticket Number below to view a submission’s details,

S ] |:I M1 t 53 items found, displaying 26 to 60, First/Prev] 1, 2, 3 [extfLast

View of Uploaded Files status

CompLL s

info.7n FWH 114492010 11:13;

This page is a summary averview of the dsta submissions to a project. If you hawe access to mare than ane project, use the project filter to view the submission queue

| TicketNumber | P FilaName | fomm | Stews [Submitter| SubmiiData ]
1

19

crrvcow w52

lploaded File: Batch3_5hles_ g 1leno_info.zip iz done..

5 sti thomsli JO119_1308

Click Here to reffew Status

Meed help? Pleaze feel free to contact us by email at helpdesk@immpart.org




Data Submission Detail view of 3 uploaded files linked to experiment samples

Data Submission / Data Submission Details

Submit Data | Submission Histary | Resources -

Back to Histary

Cata Manazement Home

Submitted Zip File: Batchuploadi_3.zip

Ticket Mumber: thomsli 20100128 1397

Project Title: Test Project

Data Format: FCAL_report_file

Status: Completed (download report)

Submitter: thomsli

Submit Date: 0172652010 15:44: 11

Metadata File Format: TAHE_DEL I,

Maotes: Test upload 3 files with exp sample links

17 items found, dizplaving all items.

CRowhom | ieName | Suww | fromemme | Desripton |

Ja8hG Batchupload1_32.zip Pending zerver name:testappl.immport. net
A4eERT Batchuploadi_3.zp Started

AaEhE Protocall_ExpSam.dac Archived sizes 19968 bwtes
L] SubjectTreatmentProtocoll.doc Archived zize: 19968 bytes
AeBal B5Protl.doc Archived size: 19968 bytes
daE61 protocals. txt Parsed

daBa2 reagents.txt Parzed

AeBe3 subjectsHuman. txt Parsed

dasad binSamples. txt Parsed

daBah experiments.txt Parzed

AaBR6 experimentSamples. txt Parsed

dasaT Test100Kfle01. fxt frchived zize: B46EE49 bytes
daBad Test100Kfle02, txt Archived zize: B130040 bwtes
AaERT Test100Eflel3 . txt Archived sizes 5445080 bytes
AeE70 flowTextFiles. txt Parsed

4eE71 Batchuploadinfol txt Archived size: B8 buwtes

AETZ thomsli_20100126_1397__ Batchuploadl_3.7p Completed



FLOCK Analysis: File selection
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Flow Cytometry Analysis (Beta) / Data Management / Uploaded Files Search

Flowwy Cytometry | Data Managemernt = | FLOCK = | WieweEdit Results ~ | Cross Sample = | Help

Use the 'Uploaded | |pload Single File id data filez for FLOCK analysiz, datazet creation or downioad of both . fos files and (txt files,

Thenumber af:ften Upload Multiple Files

Select proje(' el el Dat>a v Include Semi-Public files in the Search [ SeleCt PI’OjeCt to flnd FCS files

Wiew[Edit Data Sets

Uploaded Flow | -

Search for Uploaded Files Resultz per page : 25w [ Subimik ] [ Zancel ]

=1 Advanced Search Aftribute Tree A Flow: Mame Lik v @ ria

=) Flow 2l II' © Roribir
= Mame Flow: Description Like - |I| @ remove
B Te:d Flle biaine Use the Uploaded Flow Files Search to select search
= i criteria for uploaded files. Clicking the attributes from
= Created By the Advanced Search Attribute Tree will open the
SlcrestedByLastiame  gegrch fields for input. Use buttons to access file
Select Files ~ =/n=rrest= : ; details, Run FLOCK analysis,

save files to datasets and
download files

ame Description Panel Exp Sample Acc FES Text File Diate Crested - Created By

4 purified FECSSCFL-HACD25|CD DOOS2009_012 fxt 2010-10-25 Thomsan “
Spleen-pLr FECsSCIFL-HACD23|CD DOOS2009_0049 fxt 2010-10-25 Thomsan

Hfile: FEC-AF SC-HF SCAMEs0 c10_H3_HO3 et 2010-10-21 Thomzan

Specimen_ 001 _Tube 01 Forward Scatter|Side Sc Specimen_ 001 _Tube_01 2010-10-08 Thomson

I4 4 Page 3otin b Bl 2 [Elpetals == punFLock Bl Save To Set el Save Al Download @ Delete

Specimen_001 _Tube_01 Forvard Scatter|Side Sc Specimen_001_Tuke_01 2010-10-06 Thomsan

Specimen_001 _Tukbe_ 01 Forward Scatter|Side Sc Specimen_001_Tube_01 2010-10-08 Thamson
D Specimen_001_Tube_00 Forveard Scatter|Side Sc Specimen_001_Tube 00 2010-10-06 Thomson
!:! Specimen_ 001 _Tube 00 Forvward Scatter|Side Sc Specimen_001_Tubke 00 2010-10-08 Thomson

Search results appear in the table above. All files uploaded to the selected project will appear in this table if
no search criteria is defined



